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Purpose; The goa| of this work was to define the molecular Methods: Pieces of rabbit retina incubated in Ames medium + AGB (1-amino-4-guanidobutane, a marker of ionotropic
. . . glutamate channel activation) were activated with glutamate agonists followed by glutaraldehyde quenching. Molecular
s'Qnatures (_pher.‘Otypes) of all cells in the gangllon cell Iayer signatures were extracted for every cell in serial thin horizontal sections by probing with IgGs targeting AGB, GABA, aspartate,
of the rabbit retina. glutamate, glutamine, glycine and taurine, followed by registration and classification using the ISOCLUS algorithm.
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PO 5 pattern; classification algorithms reveals the

tpo underlying statistical classes of cells. A patch of retina
on the midline = 3 mm below the visual streak was
activated with 25 uM AMPA to initiate AGB permeation.
After glutaraldehyde quenching and resin processing,
serial 200 nm sections were quantitatively probed for 7
molecular species, visualized as density-scaled silver
images, registered and classified. Fifteen major cell
classes accounting for >98% of all cells in the ganglion cell
layer were identified. Twelve classes were identified as
ganglion cells and three as amacrine cells based on their
characteristic metabolic phenotypes. Ganglion cell classes
differ in (1) the strengths of their AMPA responses; (2) their
degree of amacrine cell coupling; (3) their intrinsic
[ metabolic profiles.
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